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INTRODUCTION
Thrombocytopenia-absent radius (TAR) syndrome is a
rare syndrome in which there is thrombocytopenia
and absence of the radius bilaterally. The thumb is
usually preserved but it has several characteristic
abnormalities.1 Other features of the syndrome include
renal and cardiac defects, cow-milk allergy, and
intellectual defects.2 The syndrome is inherited as
autosomal recessive, and hence genetic counselling
and discussion of risks in future children should be done
with the parents. Prenatal diagnosis of TAR syndrome is
also feasible.3,4

Recently, the genetic basis of TAR syndrome has been
identified to be related to the RBM8A gene.5-8 In about
95% of TAR patients, one copy of the RBM8A gene is
not functional due to a null allele (because of 1q 21.1
deletion including the RBM8A gene); and the expression
of the other copy is reduced as a result of non-coding
SNPs in the 5'UTR or in the first intron (hypomorphic
mutation).2 In the remaining 5% of TAR patients,
bi-allelic mutations are found in the RBM8A gene: one
inactivating (nonsense or frameshift) mutation, and one
hypomorphic mutation.2

From the developmental point of view, the pathogenesis
of the radial ray deficiency of the TAR syndrome is a
mystery for two main reasons. The RBM8A transcript is
widely expressed in human cells including osteoblasts.5,9,10

Hence, the first question that arises is: Why do the
developmental limb abnormalities only involve the radial

ray of the upper limb bud? Secondly, preservation of the
thumb is a characteristic feature of the TAR syndrome,
which distinguishes it from other syndromes with
longitudinal radial ray deficiency. The pathogenesis of
this characteristic feature could not be explained in the
literature.

The purpose of this article is to review the normal
function of the RBM8A protein and the normal
development of the radial ray including the relationship
between the ectodermal Fibroblast Growth Factor 8
(FGF8) and its mesodermal Fibroblast Growth Factor
Receptor 1 (FGFR1), and the relationship between FGFR1
and other clinical features in TAR syndrome such as
thrombocytopenia, cardiac defects, cow-milk allergy,
and intellectual defects.

Literature search strategy: The search was done
using PubMed database. Two keywords were used:
“Pathogenesis” and “TAR syndrome” with no time bar. A
total of 108 articles were scanned and they were mainly
explaining the genetic basis of the syndrome or
describing the clinical features of the syndrome. None of
the articles attempted to review or explain the
pathogenesis of the clinical features of the syndrome.
Hence, we decided to review the normal function of the
RBM8A protein, the normal development of the radial
ray, the ubiquitin system, and FGF8 within the
developing limb bud. A hypothesis of the pathogenesis
of the clinical features of TAR syndrome was then
offered.

The normal function of the RBM8A protein: The
protein RBM8A (RNA-binding motif protein 8A; also
known as the Y14 protein) is one of the components of
the exon-junction complex (Figure 1).11 The complex is
deposited at splice junction on mRNA during pre-mRNA
splicing and remains bound to mRNA until it is
translated. The exon-junction complex has many cellular
functions including the transport of mRNA from the
nucleus to the cytoplasm, and the non-sense mediated

REVIEW ARTICLE

The Pathogenesis of Radial Ray Deficiency in
Thrombocytopenia-Absent Radius (TAR) Syndrome

Mohammad Manna Al-Qattan

ABSTRACT
The genetic basis of thrombocytopenia-absent radius (TAR) syndrome was recently identified to be related to the RBM8A
gene. The encoded protein (known as the Y14 protein) is widely expressed in human cells (including osteoblasts) and
plays several essential intracellular functions. Hence, the pathogenesis of radial ray deficiency in thrombocytopenia-
absent radius syndrome remains a mystery. The current paper reviews the pathogenesis of the clinical features of
thrombocytopenia-absent radius syndrome and offers a hypothesis of pathogenesis through attenuation of the Fibroblast
Growth Factor 8 signal in the mesoderm because of an increased degradation of the Fibroblast Growth Factor Receptor 1.

Key Words: Thrombocytopenia-absent radius.   Syndrome.   Ubiquitin.   Fibroblast growth factor receptor 1.

Department of Surgery, King Saud University, Riyadh,
Saudi Arabia.

Correspondence: Dr. Mohammad Manna Al-Qattan,
Department of Surgery, King Saud University, Riyadh,
Saudi Arabia.
E-mail: moqattan@hotmail.com

Received: May 17, 2016;   Accepted: October 28, 2016.



mRNA decay. Non-sense mediated mRNA decay is part
of the normal cell surveillance which degrades abnormal
mRNA transcripts (mRNA that harbours premature
translation-termination codon, and hence will result in
synthesis of abnormal truncated proteins).12 Since
RBM8A is widely expressed in human cells and
considering the essential cellular functions of the exon-
junction complex, complete loss of RBM8A is not
compatible with life. However, isolated haplo-
insufficiency (i.e. a single null allele) of RBM8A will not
result in any abnormalities as evidenced by the
apparently healthy carriers of the 1q21.1 deletion (i.e.
with RBM8A haplo-insufficiency).5 As mentioned above,
the TAR phenotype requires one non-functioning allele
and a decreased expression of the other copy of the
RBM8A gene.

The normal development of the radial ray of the
upper limb bud: The upper limb bud (Figure 2) is
composed of two main parts: the apical ectodermal ridge
(AER) and the underlying mesoderm. The posterior
mesoderm expresses sonic hedgehog (SHH), while the
anterior mesoderm expresses SALL1 and SALL4 (Spalt-
like proteins 1 and 4) as well as T-BOX5 (TBX5).13-16

The normal development of the ulnar ray (i.e. future ulna
and fingers) requires normal SHH function/expression in
the posterior mesoderm as well as normal SHH
interactions with its overlying posterior part of the AER,
which express Fibroblast Growth Factor 4 (FGF4); and
the latter interaction is also known as the SHH-FGF4
loop.17 The normal development of the radial ray (future
radius and thumb) requires the normal expression and
function of SALL1, SALL4, and TBX5 in the anterior
mesoderm as well as the normal expression of FGF8 in
the anterior part of the AER.18 TBX5 is essential for the
development of the radial ray through two different
pathways (Figure 2).19 In the first pathway, TBX5
induces the expression of FGF10 in the mesoderm, and
this will induce the expression of the wingless integrated

protein WNT3A in the AER. WNT3A will then induce the
expression of FGF8 in the AER and the latter maintains
FGF10 in the mesoderm; and this is known as the
FGF10-FGF8 loop. In the second pathway, TBX5
induces the expression of SALL4 which will form a
heterodimer with SALL1. This will enhance the WNT
canonical signalling, resulting in the enhancement of
SALL4 expression.19

The above knowledge of molecular biology helps explain
the findings of experimental research that shows that
diminished FGF8 function in the AER will lead to pheno-
types that are remarkably similar to the classification
spectrum of radial-ray deficiency.18 Similarly, mutations
of TBX5 (Holt-Oram syndrome), SALL4 (Okihiro
syndrome), and SALL1 (Townes-Brocks syndrome) will
have overlapping clinical features including radial ray
deficiency.20

The ubiquitin/SUMO pathway: Protein regulation,
control of protein / receptor degradation, and elimination
of damaged proteins / DNA are the functions of several
pathways/enzyme systems in the human body. One of
these pathways is the ubiquitin/SUMO pathway.21

Ubiquitin or SUMO which are small polypeptides,
conjugate with the substrate protein via conjugating
enzymes. Another group of enzymes called ligases,
provide substrate specificity through their substrate
binding sites. This conjugation (by either ubiquitination
or SUMOylation) will enhance substrate degradation.
The conjugation process is reversible by de-conjugating
enzymes.22,23

The relationship between the Y14 protein and
ubiquitin: Within the cell, there are several regulated
transport systems which transport molecules from the
cytoplasm to the nucleus and vice versa. Importin 13
(Imp13) binds both the MAGO-Y14 complex and the
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Figure 1: Exon-junction complex is deposited upstream of the exon-exon
junction and has 4 components: eIF4A3 (Eukaryotic translation initiation
factor 4A3), Btz (Barentsz-mamalian), MAGOH (Mago Nashi homolog), and
RBM8A (RNA-binding motif protein 8A, also known as the Y14 protein).

Figure 2: Development of ulnar ray is mainly under the control of SHH
(Sonic hedgehog) and the SHH-FGF4 (fibroblast growth factor 4) loop.
Development of the radial ray requires no expression of SHH anteriorly.
Instead, the ray requires a high concentration of FGF8 in the anterior part of
AER (Apical Ectodermal Ridge) as well as normal TBX5-SALL4-SALL1-WNT
signalling interactions. Note that TBX5 also induces FGF10 in the mesoderm,
which will induce FGF8 in the AER.
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Ubc9 (ubiquitin conjugating enzyme 9) for their transport
from the cytoplasm to the nucleus.24,25 The nucleoporin
forms the blocks of the nuclear pore complex and has
repeats of phenylalanine and glycine (known as the FG
motifs). Imp13 interacts with the FG motifs in order to
pass with its cargo across the nuclear membrane.

Sensing of the high FGF8 gradient by the radial
mesodermal cells (cells which will make the future
radial ray): During development of the radial ray, there
is a high concentration of FGF8 in the overlying AER.
FGF8 is a diffusible morphogen and it diffuses to the
radial mesodermal cells. The main mesodermal receptor
for FGF8 is FGFR1.26,27 FGFR1 has three components:
an extracellular ligand binding domain, a trans-
membrane domain, and an intra-cellular tyrosine kinase
domain. A high FGF8 gradient is essential for normal
radial ray development and this high gradient is sensed
by mesodermal cells through the stimulation of the
FGFR1. FGF8-FGFR1 signal control is mainly mediated
by internalisation of the activated receptor (by
endocytosis) followed by sorting to lysosomes and
subsequent degradation of the FGFR1.27 Ubiquitination
of FGFR1 is required for FGFR1 degradation and sorting
to lysosomes: the higher the ubiquitination, the higher
the degradation of FGFR1 and vice versa.28 In other
words, increased ubiquitination will attenuate the FGF8
signal in the presence of a normal FGF8 gradient and a
normal FGF8 expression in the AER. An attenuated
FGF8 signal will affect mesenchymal differentiation and
skeletal patterning along the radial proximo-distal axis.29

The relationship between FGFR1 and other clinical
features in TAR syndrome: The TAR phenotype
includes transient thrombocytopenia, cow-milk allergy,
cardiac/renal defects, and intellectual disability.
Thrombocytopenia is an essential feature of the TAR
phenotype, and the level of Y14 is low in the platelets of
TAR patients.5 The thrombocytopenia in TAR syndrome
is secondary to low number of megakaryocytes.
Furthermore, the low platelet count is known to improve
as the child grows and may even normalise in
adulthood.5 In infants and young children, the production
of platelets and other blood cells occurs at a higher rate
than older children and adults.30 Hence, the bone
marrow hematopoietic cells are stressed during early
life. Zhao et al. created a conditional FGFR1 knockout
mouse model to study the relationship between FGFR1
and various hematopoietic stem and progenitor cells
(HSPC) during both steady-states and stress conditions
(the stress was induced by 5-fluorouracil treatment).31

Normal megakaryocytes in steady-state had significantly
higher FGFR1 than all other non-megakaryocytic
cells. Strikingly, on day 5 after 5-fluorouracil treatment,
FGFR1 levels increased 57-fold in megakaryocytes
compared   to only 16-fold in non-megakaryocytic cells.
In steady-state, conditional knockout of FGFR1 did not
significantly affect the phenotypical number of HSPC.

Under stress, however, FGFR1 inactivation reduced the
number of megakaryocytes (and not other HSPC). Our
hypothesis correlates the reduction of the intracellular
Y14 protein to the reduction of FGFR1 activity. The level
of Y14 protein is known to be low in the platelets of TAR
patients.5 Hence, the resulting low FGFR1 activity is
expected to result in low megakaryocytes in the stressed
bone marrow of infants and young children. The low
FGFR1 in adults with steady-state bone marrow activity
will not significantly affect megakaryocytes resulting in
the recovery of thrombocytopenia.

Almost 50% of TAR patients have cow-milk allergy which
is a form of atopy.2 Park et al. used direct sequencing to
identify informative SNPs in the receptors of several
candidate genes in a cohort of 2,055 children and
adolescents.32 Atopy was significantly associated with
haplotypes of FGFR1.

About 23% of TAR patients show cardiac defects and
15% of patients show renal defects.2 FGFR1 is required
for cardiomyocyte differentiation and development as
well as for nephron morphogenesis.33-35

Nguyen et al. reviewed the literature and found that 7%
of TAR cases have intellectual disability.36 Furthermore,
micro-deletions and micro-duplications of the 1q 21.2
region (which contains RBM8A) may present with
isolated intellectual disability or schizophrenia without
hallmarks of the TAR syndrome.37,38 FGFR1 signalling is
not only critical to the proliferation and differentiation of
neural progenitor cells, but is also associated with
tyrosine hydroxylase activation in the brain.39

Schizophrenia is associated with abnormal dopamine
activity in the brain and it is interesting to note that
tyrosine hydroxylase is the rate-limiting enzyme in
dopamine synthesis in the brain.39

DISCUSSION
The relationship between radial ray deficiency in TAR
syndrome and the suppression of Y14 protein in the cell
is hard to explain not only because the Y14 protein is
involved in several essential cellular functions, but also
because 50% suppression of the normal levels of Y14 in
the cell (i.e. with haplo-insufficiency of RBM8A) causes
no abnormalities. The TAR phenotype requires greater
than 50% suppression of the intracellular Y14. Since
Imp13 binds to both the Y14 and the UbC9 in the
cytoplasm, it is possible that beyond a certain critical low
level of Y14, more ubiquitin will be available for FGFR1
degradation. When FGFR1 degradation reaches a
critically high level, the FGF8 signal is attenuated
enough to affect the skeletal development of the radial
ray. As mentioned before, FGF8 is a diffusible protein
from the AER. Hence, the concentration of FGF8 in the
thumb area is higher than the area of the radius.
Therefore, it is expected that critical attenuation of the
FGF8 signal will be reached within the area of the radius
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before the thumb area. This may explain the most
frequent observed phenotype of absent radius with
preservation of the thumb.

If one accepts the above theory of pathogenesis via
reaching critical levels, then one would also expect that
some cases will also present with milder deformities
(such as radial dysplasia rather than absence); and
other cases will have severe functional attenuation of
mesodermal FGF8 signals leading to failure of the entire
limb to develop, as shown in experimental animals.40

Greenhalgh et al. studied the clinical features of 34
patients with TAR syndrome and found this variability of
phenotypic expression even within the members of the
same family.41

The existence of a relationship between FGFR1 and
other clinical features of TAR syndrome supports our
hypothesis. The review identified the relationship
between FGFR1 and transient thrombocytopenia and
provided clear evidence from the literature that FGFR1
participates in the pathogenesis of cow-milk allergy,
cardiac/renal defects, and intellectual disability.

CONCLUSION
Thumb preservation with absent radius in TAR patients
may be explained by an enhanced mesodermal FGFR1
degradation beyond a critical level. This occurs despite
the normal expression of FGF8 in the ectoderm and the
normal expression of TBX5, SALL1, and SALL4 proteins
in the mesoderm. Furthermore, our review of the
literature revealed a direct relationship of FGFR1
signalling and other clinical features of the TAR
phenotype. Although this is only a hypothesis, it may
guide further research on the developmental biology of
TAR syndrome.

Acknowledgement: The work was funded by the
College of Medicine Research Center, Deanship of
Scientific Research, King Saud University, Riyadh,
Saudi Arabia.

REFERENCES
1. Goldfarb CA, Wustrack R, Pratt JA, Mender A, Manske PR.

Thumb function and appearance in thrombocytopenia absent
radius syndrome. J Hand Surg Am 2007; 32:157-61.

2. Albers CA, Newbury-Ecob R, Ouwehand WH, Ghevaert C.
New insights into the genetic basis of TAR (thrombocytopenia-
absent radii) syndrome. Curr opinion Genet Develop 2013;
23:316-23.

3. Papoulidis I, Oikonomidou E, Orru S. Prenatal detection of
TAR syndrome in a fetus with compound inheritance of an
RBM8A SNP and a 334 kb deletion: A case report. Mol Med
Rep 2014; 9:163-5.

4. Bottillo I, Castori M, De Bernardo C. Prenatal diagnosis and
post-mortem examination in a fetus with thrombocytopenia-
absent radius (TAR) syndrome due to compound
heterozygosity for a 1q21.1 microdeletion and a
RBM8Ahypomorphic allele: A case report. BMC Res Notes
2013; 22;6:376.

5. Albers CA, Paul DS, Schulze H. Compound inheritance of low-
frequency regulatory SNP and a rare null mutation in exon-
junction complex subunit RBM8A causes TAR syndrome.
Nat Genet 2012; 44:435-9.

6. Nicchia E, Giordano P, Greco C, De Rocco D, Savoia A.
Molecular diagnosis of thrombocytopenia-absent radius
syndrome using next-generation sequencing. Int J Lab
Hematol 2016; 38:412-8.

7. Tassano E, Gimelli S, Divizia MT. Thrombocytopenia-absent
radius (TAR) syndrome due to compound inheritance for a
1q21.1 microdeletion and a low-frequency noncoding RBM8A
SNP: A new familial case. Mol Cytogenet 2015; 5:8-87.

8. Yassaee VR, Hashemi-Gorji F, Soltani Z, Poorhosseini SM.
A new approach for molecular diagnosis of TAR syndrome.
Clin Biochem 2014; 47:835-9.

9. Salicioni AM, Xi M, Vanderveer LA. Identifications and
structural analysis of human RBM8A and RBM8B: Two highly
conserved RNA-binding motif proteins that interact with
OVCA1, a candidate tumour suppressor. Genomics 2000;
69:54-62.

10. Ishigaki Y, Nakamura Y, Tatsuno T. Depletion of RNA-binding
protein RBM8A (Y14) causes cell cycle deficiency and
apoptosis in human cells. Exp Biol Med (Maywood) 2013; 238:
889-97.

11. Chuang TW, Lee KM, Tarn WY. Function and pathological
implications of exon junction complex factor Y14. Biomolecules
2015; 5:343-55.

12. Le Hir H, Gatfield D, Izaurralde E, Moore MJ. The exon-exam
junction complex provides a binding plateform for factors
involved in mRNA export and nonsense-mediated mRNA
decay. EMBO J 2001; 20:4987-97.

13. Al-Qattan MM, Yang Y, Kozin SH. Embryology of the upper
limb. J Hand Surg Am 2009; 34:1340-50.

14. Lopez-Rios J. The many lives of SHH in limb development and
evolution. Semin Cell Dev Biol 2016; 49:116-24.

15. Al-Qattan MM, WNT pathways and upper limb anomalies.
J Hand Surg Eur 2011; 36:9-22.

16. Williamson I, Lettice LA, Hill RE, Bickmore WA. Shh and ZRS
enhancer colocalisation is specific to the zone of polarising
activity. Development 2016; 143:2994-3001.

17. Al-Qattan MM, Al-Sahabi A, Al-Arfaj N. Ulnar ray deficiency:
A review of the classification systems, the clinical features in
72 cases and related developmental biology. J Hand Surg Eur
2012; 35:699-707.

18. Oberg KC, Feenstra JM, Manske PR, Tonkin MA. Develop-
mental biology and classification of congenital anomalies of the
hand and upper extremity. J Hand Surg Am 2010; 35:2066-76.

19. Al-Qattan MM, Abou Al-Shaar H. Molecular basis of the clinical
features of Holt-Oram syndrome resulting from missense and
extended protein mutations of the TBX5 gene as well as TBX5
intragenic duplications. Gene 2015; 560:129-36.

20. Al-Qattan MM, 2013. Fancani anemia with concurrent thumb
polydactyly and dorsal dimelia. A case report with discussion of
embryology. Ann Plast Surg 2013; 70:116-8.

21. Bergink S, Jentsch S. Principle of ubiquitin and SUMO
modifications in DNA repair. Nature 2009; 458:461-7.

22. Al-Qattan MM. The ubiquitin/SUMO pathway and radial ray
deficiency syndromes. Ann Plast Surg 2013; 70:240-5.

The pathogenesis of radial ray deficiency in thrombocytopenia-absent radius (TAR) syndrome

Journal of the College of Physicians and Surgeons Pakistan 2016, Vol. 26 (11): 912-916 915



Mohammad Manna Al-Qattan

916 Journal of the College of Physicians and Surgeons Pakistan 2016, Vol. 26 (11): 912-916

23. Bergink S, Jentsch S. Principle of ubiquitin and SUMO
modifications in DNA repair. Nature 2009; 458:461-7.

24. Grunwald M, Bono F. Structure of import in 13-ubc9 complex:
Nuclear import and release of key regulator of sumoylation.
EMBO J 2011; 30:427-38.

25. Ishigaki Y, Nakamura Y, Tatsuno T. RNA-binding protein
RBM8A (Y14) and MAGOH localize to centrosome in human
A549 cells. Histochem Cell Biol 2014; 141:101-9. 

26. Li C, Xu X, Nelson DK. FGFR1 function at the earliest stages
of mouse limb development plays an indispensable role in
subsequent autopod morphogenesis. Development 2005; 132:
4755-64.

27. Nowak M, Machate A, Yu SR, Gupta M, Brand M. Interpretation
of the FGF8 morphogen gradient is regulated by endocytic
trafficking. Nat Cell Biol 2011; 13:153-8.

28. Haugsten EM, Malecki J, Bjorklund SM, Olsnes S, Wesche J.
Ubiquitination of fibroblast growth factor receptor-1 is required
for its intracellular sorting but not for its endocytosis. Mol Biol
Cell 2008; 19:3390-403.

29. Yu K, Ornitz DM. FGF signaling regulates mesenchymal
differentiation and skeletal patterning along the limb bud
proximodistal axis. Development 2008; 135:483-91.

30. Williams DA, Xu H, Cancelas JA. Children are not little adults:
Just ask their hematopoietic stem cells. J Clin Invest 2006;
116:2593-6.

31. Zhao M, Ross JT, Itkin T. FGF signaling facilitates post-injury
recovery of mouse hematopoietic system. Blood 2012; 120:
1831-42.

32. Park HK, Park HW, Jeon SG. Distinct association of genetic
variations of vascular endothelial growth factor, transforming
growth factor-beta, and fibroblast growth factor receptors with
atopy and airway hyper-responsiveness. Allergy 2008; 63:
447-53.

33. Dell-Era P, Ronca R, Coco L, Nicoli S, Metra M, Presta M.
Fibroblast growth factor receptor 1 is essential for in vitro
cardiomyocyte development. Cir Res 2003; 93:414-20.

34. Ronca R, Gualandi L, Crescini E, Calza S, Presta M, Dell-Era
P. Fibroblast growth factor receptor-1 phosphorylation
requirement for cardiomycyte differentiation in murine
embryonic stem cells. J Cell Mol Med 2009; 13:1489-98.

35. Di Giovanni V, Walker KA, Bushnell D. Fibroblast growth factor
receptor-Frs 2α signaling is critical for nephron progenitors.
Dev Biol 2015; 400:82-93.

36. Nguyen LS, Kim HG, Rosenfeld JA. Contribution of copy
number variants involving nonsense-mediated mRNA decay
pathway genes to neuro-developmental disorders. Hum Mol
Genet 2013; 22:1816-25.

37. Kirov G, Pocklington AJ, Holmans P. De novo CNV analysis
implicates specific abnormalities of postsynaptic signalling
complexes in the pathogenesis of schizophrenia. Mol Psychiatry
2012; 17:142-53.

38. Rosenfeld JA, Traylor RN, Schafer GB. Proximal micro-
deletions and microduplications of 1q21.1 contribute to
variable abnormal phenotypes. Eur J Hum Genet 2012; 20:
754-61. 

39. Baron O, Forthmann B, Lee YW. Cooperation of nuclear
fibroblast growth factor receptor 1 and Nurr 1 offers new
interactive mechanism in postmitotic development of
mesencephalic dopaminergic neurons. J Biol Chem 2012; 287:
19827-40.

40. Sun X, Mariani FV, Martin GR. Functions of FGF signaling from
the apical ectodermal ridge in limb development. Nature 2002;
418:501-8.

41. Greenhalgh KL, Howell RT, Bottani A. Thrombocytopenia -
absent radius syndrome: A clinical genetic study. J Med Genet
2002; 39:876-81.


